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Note: SCC -Squamous Cell Carcinoma; ADCadenocarcinoma. Table S3 . Differential expression of CTDSP1/2/L/L2 and RB1 in non-small cell lung cancer according to TCGA data.
(A) Relative expression level of CTDSP1/2/L/L2 and RB1 genes in lung squamous cell carcinomas (TCGA LUSC dataset). Log2FCbinary logarithm of expression level fold change (tumor versus normal); FDRfalse discovery rate; Rel. StDev. -relative standard deviation (also named CV, coefficient of variation) of the expression levels; CMPread counts per million.
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